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Figure 4 



2000 
1500 
1000 
500 
0 

400 
300 
200 
100 
0 



i r 



a 



J L 



T" 



-I I I L 



3 O 

•o v 
30. 

s| 

o o. 



400 



300 



200 



200 400 600 800 1000 



S to 

0 o 

1 o 
■H 

A C 
"O o 
S» 

^1 
caiS 

2 » 

2 c 
5 ° 

OB Q. 
O 3 



100 - 



250 
200 
150 
100 
50 
0 



1 


p. 

• 


• 


1 






b 




• 




• 


• 


• 
















• 
















» 


i 




1 




1 






1 


i ■ 




1 






d 






• 


• 


• 


• 






• 










• 




• 


























1_ 


L 













200 400 600 800 1000 



DNA hybridisation intensity 



DNA hybridisation intensity 



WO 2005/093630 



5/7 



PCT/GB2005/001218 




Figure 5b 
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